
SEQUENCE LISTING 



<110> Barker, Nicholas P. 
Podolsky, Daniel K. 

<120> Trefoil Domain-Containing Polypeptides 

and Uses Thereof 

<130> 50206/012002 

<140> 10/698,572 

<141> 2003-10-31 

<150> 10/131,063 

<151> 2002-04-24 

<150> 60/286,240 

<151> 2001-04-21 

<150> 10/266,069 

<151> 2002-10-07 

<150> 60/327,673 

<151> 2001-10-05 

<150> 10/235,238 

<151> 2002-09-05 

<150> 60/317,657 

<151> 2001-09-06 

<150> 10/208,968 

<151> 2002-07-31 

<150> 60/309,238 

<151> 2001-07-31 

<150> 10/305,747 

<151> 2002-11-27 

*<150> 60/333,836 

<151> 2001-11-28 

'<150> 10/397,953 

<151> 2003-03-26 

<150> 60/367,574 

<151> 2002-03-26 

<150> 60/422,708 

<151> 2002-10-31 

<160> 6 

<170> FastSEQ for Windows Version 4.0 

<210> 1 



-1- 



<211> 73 
<212> PRT 

<213> Homo sapiens 
<400> 1 

Met Leu Gly Leu Val Leu Ala Leu Leu Ser Ser Ser Ser Ala Glu Glu 

15 10 15 

Tyr Val Gly Leu Ser Ala Asn Gin Cys Ala Val Pro Ala Lys Asp Arg 

20 25 30 

Val Asp Cys Gly Tyr Pro His Val Thr Pro Lys Glu Cys Asn Asn Arg 

35 ^ 40 ' 45 

Gly Cys Cys Phe Asp Ser Arg lie Pro Gly Val Pro Trp Cys Phe Lys 

50 55 60 

Pro Leu Gin Glu Ala Glu Cys Thr Phe 
65 70 



<210> 2 

<211> 398 

<212> DNA 

<213> Homo sapiens 



<400> 2 

gatgctgggg 

gtctgcaaac 

cacccccaag 

ttggtgtttc 

cccctgggat 

ctcagttttt 

ctgatgtctt 



ctggtcctgg 
cagtgtgccg 
gagtgcaaca 
aagcccctga 
gcaggctgag 
ctgtcccttt 
aacgaataaa 



ccttgctgtc 
tgccggccaa 
accggggctg 
ctaggaagac 
cacccttgcc 
gctcccggca 
ggtcccatgc 



ctccagctct 
ggacagggtg 
ctgctttgac 
agaatgcacc 
cggctgtgat 
agctttctgc 
tccacccg 



gctgaggagt 
gactgcggct 
tccaggatcc 
ttctgaggca 
tgctgccagg 
tgaaagttca 



acgtgggcct 60 
acccccatgt 120 
ctggagtgcc 180 
cctccagctg 240 
cactgttcat 300 
tatctggagc 360 
3 98 



<210> 3 
<211> 41 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 
<222> 1, 41 

<223> Xaa = Any Amino Acid 
'<400> 3 

Xaa Cys Thr Val Ala Pro Arg Glu Arg Gin Asn Cys Gly Phe Pro Gly 

1 5 ~ 10 15 

'Val Thr Pro Ser Gin Cys Ala Asn Lys Gly Cys Cys Phe Asp Asp Thr 

20 25 30 

Val Arg Gly Val Pro Trp Cys Phe Xaa 
35 40 



<210> 4 

<211> 42 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 
<222> 1, 42 



-2- 



<223> Xaa = Any Amino Acid 



<400> 4 

Xaa Cys Ser Arg Leu Ser Pro His 

1 5 
Gly lie Thr Ser Asp Gin Cys Phe 
20 

Ser Val Thr Gly Val Pro Trp Cys 
35 " 40 



Asn Arg Thr Asn Cys Gly Phe Pro 

10 15 
Asp Asn Gly Cys Cys Phe Asp Ser 
25 30 
Phe Xaa 



<210> 5 
<211> 41 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 
<222> 1, 41 

<223> Xaa = Any Amino Acid 
<400> 5 

Xaa Cys Val Met Glu Val Ser Asp 

1 5 
lie Ser Pro Glu Glu Cys Ala Ser 
20 

lie Phe Glu Val Pro Trp Cys Phe 
35 40 



Arg Arg Asn Cys Gly Tyr Pro Gly 

10 * 15 

Arg Lys Cys Cys Phe Ser Asn Phe 
25 30 
Xaa 



<210> 6 
<211> 41 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 
<222> 1, 41 

<223> Xaa = Any Amino Acid 
^<400> 6 

*Xaa Cys Ala Val Pro Ala Lys Asp 
1 5 
Val Thr Pro Lys Glu Cys Asn Asn 
20 

lie Pro Gly Val Pro Trp Cys Phe 

35" ~ * 40 



Arg Val Asp Cys Gly Tyr Pro His 

10 15 
Arg Gly Cys Cys Phe Asp Ser Arg 
25 ' 30 

Xaa 



